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Species Gene Symbol Gene ID GenBank Accession Transcript
Human CHAFI1B 8208 BC021218 NM_005441
About the gene

Official Symbol CHAFI1B

Previous Symbol -

Official Full Name | chromatin assembly factor 1 subunit B

Synonyms CAF1P60; CAF-1; CAF1; CAF1A; MPP7; MPHOSPH7
Location 21g22.12-q22.13

Gene Type protein-coding gene

Uniprot ID Q13112

Pathway/Library Epigenetic Regulators Related Genes Library

Chromatin assembly factor I (CAF-I) is required for the assembly of histone octamers onto
newly-replicated DNA. CAF-I is composed of three protein subunits, p50, p60, and p150. The protein
encoded by this gene corresponds to the p60 subunit and is required for chromatin assembly after
replication. The encoded protein is differentially phosphorylated in a cell cycle-dependent manner. In
addition, it is normally found in the nucleus except during mitosis, when it is released into the cytoplasm.
This protein is a member of the WD-repeat HIR1 family and may also be involved in DNA repair.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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